U00000obooooooooboooooooofoooon

oooo“'ooooon?

'‘000000000000000°0000000000000000

The Basic Study of ElIcient Use of Soybean Components
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ABSTRACT

The result of our previous study has revealed that dietary protein modulates
the phosphorylation of insulin receptor substrates (IRSs). In addition, we found in
diabetic model mice that the expression of the gene for Atrogin-1, a component
of the muscle atrophy-related pathway, was reduced by dietary supplementation
of a soy isoflavone, genistein. Considering the importance of prevention of skeletal
muscle atrophy in the elderly, efective use of soy components is worth exploring.
To clarify the elects of soy protein isolate (SPI), genistein, and their combination on
skeletal muscle atrophy, male Wistar rats with excised sciatic nerve were used as
a model of atrophy. Intakes of SPI (20%) and the combination of SPI and genistein
(0.05%) for 10 days had no ellect on muscle atrophy induced by denervation. While
genistein intake tended to prevent atrophy of soleus, no preventive effect was
observed in gastrocnemius and anterior tibialis. The up-regulations of the genes for
Atrogin-1 and Muscle RING-finger protein-1 (MrRF-1) caused by denervation were
attenuated by genistein intake. DNA microarray analysis revealed that 1209 genes
were up-regulated and 353 genes were down-regulated by genistein intake. The
result of transcription factor analysis of the gene expression profile data suggested
the involvement of the estrogen receptor in the effect of genistein. Soy Protein
Research, Japan 15, 85-89, 2012.
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Fig. 1. EDects of SPI, genistein, and their combination on the area assayed by using X-ray CT scan (a) and
wet weight (b) of rat hind-limb muscle. O ; Sham-treated muscle, m ; Denervated muscle. Each value
represents the mean + SE (n=8). *p<0.05, Sham vs. Denervation.
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Fig. 2. EDects of SPI, genistein, and their combination on the expression of atrophy-related genes, Atrogin-1
and Muscle RING-finger protein-1 (MuRF-1), in rat soleus muscle. Each value represents the mean + SE
(n=6-8). *p<0.05, Sham vs. Denervation. #p<0.05, vs. CON.
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