godgdgdgdgoooogrtbtbbbbobbbbbbbb

oooooX

goboobooobobooboon

Study on the Induced Expression of LDL Receptor by Soy Isoflavones

Ryuichiro SATO

Graduate School of Agricultural and Life Sciences, The University of Tokyo, Tokyo 113-8657

ABSTRACT

Based on our previous finding that LDL receptor mRNA is quite unstable, in the
current study we investigated the molecular mechanism of the mRNA stability.
The human LDL receptor mRNA has a long 3' untranslated region (O 2.5 kb) with 4
potential AU-rich elements (ARE) that are thought to be involved in rapid turnover
of various mRNA. The deletion analyses of the untranslated region revealed that
the first ARE close to the stop codon is critical for the rapid turnover. We aimed
to identify cytoplasmic proteins that interact with this ARE and determine the
turnover rate of LDL receptor mRNA. We identified one of such ARE-binding
proteins and found that the protein is implicated in the LDL receptor mRNA
turnover. Soy Protein Research, Japan 12, 138-141, 2009.
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Fig. 1. The structure of 3' untranslated region of the human LDL receptor mRNA.
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Fig. 2. The stability of GFP mRNA containing various types of the LDL receptor 3' untranslated region. Stable
cell lines of Hep G2 cells expressing GFP fusion mRNA containing the LDL receptor 3' untranslated
region were established. Using these cells, mRNA stability assays were carried out in the presence of
actinomycin D (5p g/mL). The graph shows calculated remaining GFP mRNA (%) after actinomycin
treatment (6 hr).
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Fig. 3. Detection of mMRNA-binding proteins in Hep G2 cytosol fraction. Hep G2 cytosolic fraction was incubated
with [¥P]JUTP-labeled RNA probe (0 600 nt). After cross-linked by UV radiation, the protein-RNA
complex was digested with RNase A and RNase T1. The radiolabeled complex was subjected to SDS-
PAGE.
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