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ABSTRACT

Methionine biosynthesis in plants is regulated mainly at the step of cystathionine-y -
synthase. The exon 1 of cystathionine-y-synthase gene Arabidopsis is known
responsible for maintenance of methionine levels in Arabidopsis. Mutations in exon 1
are reported that result in overaccumulation of methionine. It is also reported that
overexpression of cystathionine-y-synthase in Arabidopsis thaliana results in
overaccumulation of methionine. In the present study, to improve methionine
contents in soybean, chimeric genes were generated for overexpression of Arabidpsis
cystathionine-y -synthase in soybean. The constructs were used for transformation of
azuki-bean and soybean. Transgenic azuki plants were generated and introduction of
foreign genes were confirmed with Southern hybridization analysis. Analysis of
methionine accumulation of the transgenic plants will be analyzed in the near future.
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Fig. 1. Biosynthetic pathway of Methionine synthesis
from cystein. Metabolites and enzymes
responsible for the pathway are shown.
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Fig. 2. Schematic representation of constructs
generated in the present study. HPT,
hygromycin phosphotransferase; p35S,
CaMV35S promoter; Tnos, nopaline terninator;
pl1S, glycinin promoter; CGS, cystathionine-y -
synthase; CGS (mtol-1), cystathionine-y -
synthase with the mtol-1 mutation; sGFP,
modified GEFP for plant use.
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Fig. 3. Genomic Southern analysis of transgenic azuki
bean. DNA was extracted from transgenic azuki
bean plants and HindIl digest was subjected to
Southern analysis using GUS gene as a probe.
Marker, molecular weight marker; WT, wild type
plants; others are lines of transgenic azuki plants.
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